Type
1

8

10

26
16
1
29
37

23

31
45
32
o2
a7

a1

Percent of
Community

52.432

5.934

5.405
5.086
4042
3722
3.071
3.059
2776

1.904

1.843
1.51
1.425
1.093
1.081

0.958

Major components

This table lists the most abundant types in the sample. For a bacterial culture or product, we interpret this as the list of types present at meaningful
levels. Together these types make up at least 90% of the sample.
¥ Expand or collapse this section

Phylum Family

Proteobacteria Rhodospirillaceae

Firmicutes Peptostreptococcales-
Tissierellales

Firmicutes SRB2

Firmicutes Thermotaleaceae

Firmicutes Bacillaceae

Firmicutes Thermotaleaceae

Firmicutes Hungateiclostridiaceae

Firmicutes Aneurinibacillaceae

Firmicutes SRB2

Firmicutes Peptostreptococcales-
Tissierellales

Firmicutes Christensenellaceas

Firmicutes Anaerovoracaceae

Firmicutes SRB2

Firmicutes Caloramatoraceae

Firmicutes Bacillaceae

Firmicutes uncultured

Genus
Rhodospirillum

Alkaliphilus

SRB2

Geosporobacter

Bacillus

Geosporobacter

Hungateiclostridium

Aneurinibacillus

SRB2

Peptostreptococcales-
Tissierellales

uncultured
Anaerovorax
SRB2
Fonticella
Bacillus

uncultured

Species
Rhodospirillum_rubrum

uncultured_bacterium

iron-reducing_bacterium
Geosporobacter_subterraneus
Bacillus_sp.
uncultured_Firmicutes
uncultured Clostridia
uncultured_bacterium
iron-reducing_bacterium

Tissierella_sp.

uncultured bacterium
uncultured_bacterium
uncultured_bacterium
uncultured bacterium
uncultured_bacterium

uncultured_bacterium



